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*All strains were from a previously published resistance study in India, with the numbering in bold (7). They were then preserved in the culture
collection of Teikyo University Institute of Medical Mycology (TIMM) and Medical Mycology Research Center, Chiba University (IFM), through the

% (/ \ T N 7: in dOtin eae (: 35\ ‘Ij’ 5 National Bio-Resource Project, Japan (http2/www.nbrp.jp/).

"Results represent expression levels from three independent real-time PCR experiments. Expression levels of 7inCYP51B genes were indicated as
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L/ t TI M M 2 0 1 1 8 t“ (3: 7 :I to - O) FIGURE 1 Schematic representation of the organization of the TinCYP31B genes within the genomes of the six strins. The TinCIYP51B genes

CYP51 B E{E%b\‘g >5—“A |J E P genes marked in blue are the neighboring genes. The susceptible strain TIMM20114 and the resistant strain TIMM2117 both harbor one copy of
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are indicated in red, with a red arrow showing the extent of the duplicated blocks The truncated C-terminus of the recombinant copies
(TimCYP51B2 to TinCYP3IB5 in TIMM20116 and TIMM20119, and TmCYP51B2 to TinCYP51B7 in TIMM20118) is marked in black. The

the TinCYP351B gene, whereas both TIMM20116 and TIMM20119 have the same TinCYP51B lod architecture with 3 copies. The conserved
homologous recombination sites HR1 and HR2 are described in red at the top of the figure. The Xhol restriction sites at the TmCTP3I5B lod are
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